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MGII & 76 0 [ 35 96 A1 119 Pielou Y9757 B
FEI A BRVL D B 5 o T LR L L AR 6 RS M 1 X 3l 2
178 B 2 X 43 (P 4) . Kruskal-wallis 3% i+ 55
Pielou #4412 B ERIT 1 5 H Ml PR 55 HoA ) 3% 2%
S (P<C0. 01) , MM BRERIT 11 LA AN 1) H A 3R 855 22 ] I G
BEXFE D,

il
00e
Bad

/

1.5

Shannon

1.0 4

T T T T T T
-100 0 100 200 300 400 500

T T T T T T T 1
600 700 800 200 1000 1100 1200 1300

Sequence Depth

2 AEEXE MG # % #4545 Shannon B X B R TR

JZB'{n-b)

ECS-(n-ﬂ)

JRE irl-'lﬂ) PRE‘(M15)

Area

B 3 A[EXIE MGII & & Faith’s Phylogenetic Diversity {8



Y

i3
o
&

OB UINAT . MGTT il 1 78 Ho 11T T A% 23 fia] 53 A7 4 ik 465

5

o
3

2

Pielou’s evenness
;&

2

5

£
o

JZBl (n=5) Ecs (n=8)

JRE (n=16) PRE (n=15)

Area

4 R #E Pielous’s evenness it & MGII & & £ A B X 18 4 % fY 349 & 1%

*& 2 Kruskal-wallis %1+ & Faith’s PD ER B &4,
WAL BHMRARBEESX, ABEMEX

Group 1 Group 2 H p-value q-value
ECS (n=8) JLR (n=16) 2.7338 0.098 0.098
ECS (n=38) JZB (n=5) 6.1929 0.013" 0.0192"
ECS (n=38) PRE (n=15) 12.6042 0.0004 " 0.0018""
JRE (n=16) JZB (n=5) 4.2614 0.039" 0.0468~
JRE (n=16) PRE (n=15) 11.8266 0.0006 " 0.0018""
JZB (n=5) PRE (n=15) 10.7143 0.001"" 0.0021""

# 3 Kruskal-wallis &%t & pielou’s eveness HHI B Z 1%,
WAL BHNERIREBEMREX, AREHEX

Group 1 Group 2 H p-value q-value
ECS (n=8) JLR (n=16)  0.0038 0.9512 0.9512
ECS (n=8) JZB (n=5) 0.7714  0.3798 0. 4557
ECS (n=38) PRE (n=15) 10.0042 0.0016** 0.0047""
JLR (n=16) JZB (n=5) 0.9818  0.3218 0. 4557
JLR (n=16) PRE (n=15) 12.1000 0.0005** 0.0030"*
JZB (n=5) PRE (n=15) 7.0876  0.0078"* 0.0155*
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19 MGIL oy B 76 400 b 1 25 5 1 4 /N s 7R 1 3R 5%
O[] B R o A7 AR R 28 5, A A S LT 5 e VS
JUIE VT B3 43 A ol R 25 45 3, R W1 L MGITT T B
T AR R W B 5 LR VL X IURE & 43 A BE B
BN Tz, R XU A 2 R MGIT iy i 25 B
S50 .
2.3 MGI HE#NH S
REC & F B MGIL Al 43 MGIL A, MGIL
B.MGIL C,MGIL. D P4/~ 411120, DLk 26 37 20 #Y
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The spatial patterning of Marine Group II archaea in Chinese coastal and esturine waters

Lai Dengxun’ Xie Wei'? Fan Lu’ Tao Jianchang®
Hu Anyi' Wang Peng’ Zhu Yuanging' Zhang Chuanlun'
(1. Department of Ocean Science and Engineering , Southern University of Science and Technology, Shenzhen,518055;
2. School o f Marine Sciences, Sun Yat-sen University, Zhuhai,5190824; 3. State Key Laboratory of Marine Geology »
Tongji University, Shanghai,200092;4. Institute of Urban Environment , Chinese Academy of Sciences, Xiamen, 361021)

Abstract MGII that belonging to Euryarchaeota, are among the most abundant heterotrophic microorgan-
isms in surface ocean and are important players in the degradation of organic matter. Research so far has
shown that the distribution of MGII could be affected by various parameters such as seasonality, tempera-
ture and salinity. They were known to have higher metabolic activity in coastal and estuarine regions than
the open ocean. However, the patterning of MGII distribution in the ocean and their ecological functions
are unclear. Here, we performed sequencing analysis using samples from four different regions including
Pearl River Estuary (PRE), Jiulong River Estuary (JRE), East China Sea (ECS), and Jiaozhou Bay
(JZB). Results of Miseq sequencing indicate that the MGII have different distributional patterns and community
compositions in various areas. Diversity analyses show that the faith’ PD and Pielou’ evenness of MGII in PRE are sig-
nificantly different from those in other areas, indicating regional specificity of MGII community in Chinese coasts and
estuaries. Phylogenetic analyses show that MGII OTUs from the PRE represent a unique group, whereas MGII OTUs
in other areas have considerable overlaps. This study provides an integrated view of MGII's distributional patterns in
Chinese coastal and estuarine waters which may contribute to a better understanding of MGII's potential ecological

functions in the Pearl River Estuary.

Key words MGII; archaea; coastal seas and estuaries; biodiversity; carbon cycle; biogeochemistry



